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Species Gene Symbol Gene ID GenBank Accession Transcript
Human TRIM21 6737 BC010861 NM_ 003141
About the gene

Official Symbol TRIM21

Previous Symbol SSA1

Official Full Name | tripartite motif containing 21

Synonyms RNF81; RO52

Location 11p15.5-p15.3
Gene Type protein-coding gene
Uniprot ID P19474

Pathway/Library Ubiquitin Ligases Genes Library

This gene encodes a member of the tripartite motif (TRIM) family. The TRIM motif includes three
zinc-binding domains, a RING, a B-box type 1 and a B-box type 2, and a coiled-coil region. The encoded
protein is part of the RoSSA ribonucleoprotein, which includes a single polypeptide and one of four small
Gene Summary RNA molecules. The RoSSA particle localizes to both the cytoplasm and the nucleus. RoSSA interacts
with autoantigens in patients with Sjogren syndrome and systemic lupus erythematosus. Alternatively
spliced transcript variants for this gene have been described but the full-length nature of only one has been
determined.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg

2/3

L10767 TRIM21 Knockout HEK293T Cells

400-1683301/800-8283301 Z % K/Beyotime


https://www.beyotime.com/product/C6008.htm

Version 2020.12.08

Z % K/Beyotime 400-1683301/800-8283301 L10767 TRIM21 Knockout HEK293T Cells 3/3



